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Figure 1. Characterization of the methyl-arginine motif antibodies, 7E6 and H3R17me2a. (A) In this
experiment, CARM1 wild type (+/+) and knockout (-/-) MEFs were used. Also, PRMT1 " ER-Cre MEFs
were treated using 2 pM 4-hydroxytamoxifen (OHT) for 5 days before harvesting for cell lysate. Western
analysis with | CARM1 and ! PRMT1 antibodies shows the loss of these PRMT in these respective cell
lines. (B) Cell lysates from these genetically controlled cell lines were used to perform Western analysis.
The 7E6 antibody recognizes PRMT1 methylated substrates, but not CARM1 substrates. The
H3R17me2a antibody recognizes CARM1 methylated substrates, but not PRMT1 substrates. (C) One of
the CARM1 substrates that the H3R17me2 antibody recognizes is CA150. CA150 was IPed from both
immortalized and primary CARM1 wild type and knockout MEFs and then subjected to Western blot using
H3R17me2 (left panel). The same membrane was stripped and immunoblotted with ! CA150 (right panel).
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