Functional Proteomics Sample Submission Form

(For Reverse Phase Protein Array Assay)

Director: Yiling Lu (3-4218); Lab (3-4220)

We encourage you to discuss with us prior to prepare your samples.

Please submit your samples with completed billing authorization form, which can be downloaded from our web site.

Submitter_______________________________ Submission Date ________________

Employee ID____________________________

Department_____________________________ Email/Phone_____________________

Name of PI_____________________________ Email/Phone_____________________

Goal of the project_______________________________________________________

______________________________________________________________________

Do you need results for an upcoming grant submission or manuscript revision?  Yes     No

Number of samples submitted ___________________

Origin of your samples         
Human Cell line_____ 





Mouse cell line_____ 

Mouse Tissue______





Other:  Cell line______
Tissue_____

What lysis buffer do you use to prepare your samples? 


Provided by Functional Proteomics Core___       Prepared by yourself according to Core recipes___

Other (Please provide gradients)_____________________________________________________

Volume of your samples (l)________________________________________________________

Have you determined protein concentration in your samples?   Yes    No

Have you adjusted protein concentration in your samples? 

Non-denatured (1.5g/l; No less then 0.75g/l)__________

SDS denatured (1.0g/l; No less than 0.5g/l)__________

Have you added SDS and -ME to your samples?   Yes      No

Do you set up your samples in the same volume?    Yes ____l/sample     No

If you have double volume (60l) in your samples, do you prefer to have technical duplicates?

(There will be extra charge for technical duplicates.)    Yes    No

How do you arrange your samples? 
In microcentrifuge tubes____________






In 96-well plates __________________

(If you send us your samples in 96-well plates, please provide plate maps.)

Have you send us a Microsoft Excel file regarding your sample order, sample name and protein concentration of each sample?     Yes      No

Have you selected at least 20 antibodies (from our validation list)?  Have you send us your antibody list for reverse phase protein arrays?    Yes   No

Have you send us billing information?    Yes      No

Whom have you contacted in Functional Proteomics Facility? __________________________

Internal Use only

Sample received by _________________________________

Sample received date ________________________________

Sample stored in -80oC Freezer in SRB1.700  

Shelf __________  Rack ___________    Box ___________ Position ____________

Sample assigned to ________________________________

Date of sample processing __________________________

Sample arranged to 4x6 or 11x11 or other format  _________________

Sample combined with other sets _______________________________

Master plates are labeled as ____________________________________

Master plates are stored in -80oC Freezer in SRB1.700

Shelf __________  Rack ___________ Position ____________

Date of antibody staining _______________________________

Date of Microvigene analysis_____________________________

Date of supercurve fitting and protein loading normalization (by R package) _________________

Date of data sending to customer ______________________

Microsoft Excel file (Raw Log2 value, Normalized linear value)____________________

Heatmap with unsupervised cluster analysis (median centered value) _____________________

Heatmap with sample in order as costumer designed (median centered value) ______________  

