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DNA Analysis Core Facility
Next Generation Sequencing Service
Illumina  HiSeq2000 Sample Submission Form
User:
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Phone:






Email:






Project Title:









Are you a Center for Cancer Epigenetics Member?
Yes  

No   

Genome:  Human    

Mouse   

Yeast  

Rat   

Drosophila  
  Other  



SR=single read    PE=Paired end

*Sample Types: gDNA, RNA, ChIP, Nucleosome, Bisulfite treated

# of lane: 2 samples/lane=0.5

                 3 samples/lane=0.33

                 4 samples/lane=0.25
Billing Information
Principle Investigator:
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Authorized Individual (print or type)

BioInformatics: 
MDACC 

Approved   Yes      
  No 

Other  

  
Contact info for Bioinformatics:  







If MDACC fill in Project Description and Sample comparison sections
Project Description/Design,
Goal :

























































































































































































































































How should the samples be compared to each other/Expected output: 



        
































































































































